©
2020 2022

Molecular analysis of multiple sessile serrated lesions and establishment of
surveillance system for high-risk patients with colorectal cancer
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Patients with multiple serrated lesions are at high-risk of developing
colorectal cancer. The aim of this study was to elucidate the mechanisms underlying the development
of colorectal cancer from multiple serrated lesions and to establish surveillance for high-risk
patients with colorectal cancer. Analysis of DNA methylation and histone modifications in serrated
lesions and background mucosa revealed an elevated level of histone H3 lysine 27 trimethylation
(H3K27me3), a marker of transcriptional repression, in the background mucosa of multiple serrated
lesions. H3K27me3 in the background mucosa showed a positive correlation with DNA methylation in the
tumor area, while H3K4me3 in the background mucosa showed a negative correlation with DNA
methylation in the tumor area. Among these findings, TLX2 and GABRA4 were identified as candidate
marker genes that frequently exhibit H3K27me3 in the background mucosa of multiple serrated lesions.
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