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Genomic instability of HTLV-1 provirus and application to clinical testing for
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Deletion of the HTLV-1 proviral genome is known to occur at a hi?h rate in
adult T-cell leukaemia (ATL). In order to apply the detection of deletion of the proviral genome to
clinical testing, the development of a quantitative assay was investigated.

Three sets of HTLV-1-specific primer-probes were designed and multiplexed (3-plex) by digital PCR
to measure the relative ratio of HTLV-1 gene regions. The results of the examination of clinical
specimens showed that deletions with a difference of more than 20% in the pX region could be
detected at a viral load of more than 1.0%. Deletions were also detected in an extremely high
proportion of some ATLs. This study shows that digital PCR can quantitatively and sensitively detect

HTLV-1 provirus deletions.

HTLV-1 genomic deletion provirus digital PCR Adult T-cell Leukemia
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