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Development of a multiplex RT-PCR method to assess the risk of stage progression
in adult T-cell leukemia/lymphoma
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We conducted basic research to assess the progression risk of adult T-cell
leukemia/lymphoma (ATL) caused by human T-cell leukemia virus type I (HTLV-1). Using ATL patient
samples, CADM1, which is specifically expressed in ATL cells, was targeted and separated into
CADM1-positive and negative cell populations using magnetic beads. We extracted RNA from both cells,

performed RNA sequence analysis, and analyzed several databases. As a result, we found an
unreported group of genes that are specifically up or downregulated in CADM1-positive cells. We
confirmed the high specificity of the gene group selected by gPCR analysis and verified the
multiplex method that simultaneously analyzes gene expression. The results of this study are
important findings that contribute to the establishment of a method for assessing the risk of ATL

progression.
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