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Studies on function of an snRNA U2 fragment and evaluation as a prognostic
marker for lung cancer
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1 It was shown that a 5"-isoform, but not the canonical sequence (miRbase
type), is the most abundant sequence of circulating miR-1246 (a fragment of snRNA U2), a candidate
biomarker of lung cancer.

2 miR-1246 gene (SnRNA U2 gene) is arranged in tandem repeats and the repeat number is highly
variable from persons. No correlation between the repeat number and serum miR-1246 level was
observed. These results show that the serum miR-1246 levels were not affected by the repeat number.
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5% isomiR is the most abundant sequence of miR-1246, a candidate biomarker of lung cancer, in 2023
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