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Involvement of mitochondrial dysfunction in _disrupted oscillatory brain activity
in relation to cognitive deficits with schizophrenia.
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Visuospatial working memory(VsWM), which is impaired in schizophrenia, is
mediated by a distributed cortical network. VsWM is predominantly mediated by coordinated neural
activity across a distributed cortical neural network that includes nodes in primary and association

visual regions of the occipital lobes which convey visual information to nodes in the posterior
parietal cortex and dorsolateral prefrontal cortex. To understand the biological basis for altered
VSWM in schizophrenia, we used posrmortem brain analysis to assess levels of actin- and
OXPHOS-related transcripts and TMEM59 expression from the DLPFC and three other cortical regions of
the VsWM network between healthy comparisons and schizophrenia subjects. The differential
alterations in markers of actin assembly and energy production across regions of the cortical VsiWM
network in SZ suggest that each region may make specific contributions to VsWM impairments in the
illness.
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