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Analysis of molecular mechanisms that suppress the risk of radiation-induced
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The purpose of this study is to investigate the effect of APOBEC3B, a
cytidine deaminase also known as an oncogene, on post-irradiation mutation after radiation-induced
DNA damage. We found that APOBEC3B, which exists in the nucleoplasm, migrates to the vicinity of the

DNA damage site after DNA damage due to changes in the nuclear matrix and other interacting
proteins.
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