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The significance of mitochondrial homeostasis in spontaneous regression and
malignant transformation of neuroblastoma
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o In this study, we focused on the relationship between the molecular basis of
BMCC1, which is a favorable prognostic factor for neuroblastoma (NB), and mitochondrial

abnormalities in NB cells to elucidate the intractable pathology of NB. As a result of this
research, we succeeded in identifying multiple mutations, including single nucleotide polymorphisms
predicted to be pathogenic, in the 13 mitochondria genes encoded in the mitochondrial DNA from 18
types of NB cell lines tested. Furthermore, we performed comprehensive gene expression analysis of
BMCC1-knockdown cell lines and BMCC1l-knockout mouse adrenal glands, and captured the characteristics
of gene expression changes caused by decreased expression of BMCC1.
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