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Elucidation of a novel mechanism of congenital cytomegalovirus infection
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Cytomegalovirus (CMV) infects most of adults and also the most common
causative agent of intrauterine infection. To clarify the etiology of congenital CMV infection, we
focused on how the placental environment effects its infection. We investigated the role of micro
RNAs (miRNAs), which are highly and specifically expressed in placental trophoblasts. The
transfection of trophoblast-specific C19MC miRNAs, markedly enhanced the CMV production. We
identified that one of the cellular gene was markedly suppressed by C19MC-BAC transfection. The
suppression of its expression enhanced CMV gene expression. Here, we propose a hypothesis that the
placental environment contributes to CMV-specific replication via the trophoblast-specific
miRNA-mediated downregulation of one of the cellular gene expression.
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