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Post-translational Modifications of RNA-binding Proteins in obesity-associated
colorectal carcinogenesis
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The expression of HuR in the cytoplasm exhibited an increase in colorectal
cancers among individuals with obesity. Additionally, in colon cancer cell lines, insulin induced
the translocation of HuR from the nucleus to the cytoplasm and significantly augmented the mRNA
binding to HuR by at least a fourfold increase. Through a comprehensive transcriptome analysis, |
identified 38 mRNAs with a more than twofold enhanced binding affinity to HuR. Notably, the X gene,
which displayed the most substantial decrease in binding, experienced a 50% reduction in mRNA
stability. Intriguingly, knockout mice lacking this gene exhibited lymphoma-like tumor growth in the

small intestine. Further investigation will elucidate the precise mechanism by which HuR-mediated
post-transcriptional regulation of RNA contributes to colon carcinogenesis. Moreover, these findings
will lay the foundation for developing novel molecular strategies to effectively prevent and treat
colon cancer.
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