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Development of novel therapies targeting lipid metabolism for cholangiocarcinoma

Yamada, Tomoharu
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(Lavu S, et al. Hepatology. 2020)

Unresectable cholangiocarcinoma has an extremely poor prognosis, and
development of new therapeutic strategies are needed. Cancer cells undergo characteristic metabolic
changes to adapt to their local environment, so-called “ metabolic reprogramming” . We have analyzed

the metabolic reprogramming of hepatobiliary carcinoma using various original mouse models and
found that the SREBP-mediated lipogenesis pathway plays an important role in the progression of
extrahepatic cholangiocarcinoma. We analyzed the underlying mechanisms using mouse models and
organoids. Furthermore, we identified a novel SREBP inhibitor that may be effective against
extrahepatic cholangiocarcinoma.
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