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Hepatitis B virus (HBV) affects more than 250 million people worldwide and
approximately 1 million people die each year, although HBs antigen loss, i.e. functional cure (FC),
is a therapeutic goal and there are no effective treatments, and the factors and mechanisms leading
to FC are not yet elucidated.

This study analysed HBV mutations, gut microbiota, immune response and miRNAs, and compared the
faecal gut microbiota of patients who achieved FC and those with chronic hepatitis B to identify
factors associated with FC.

The results suggested that the 197L mutation was induced by the host immune response and that
factors involved in FC included viral mutations, the effects of butyric acid produced by intestinal
bacteria on the virus, and miRNA-mediated responses.
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