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The aim of this study was to identify the main genes that play a key role in

the mechanism of carcinogenesis and progression in patients with gastric epithelial neoplasm of
fundic-gland mucosa lineage (GEN-FGML). We developed a new histological classification of GEN-FGML
and performed clinicopathological analysis and comprehensive gene analysis using next-generation
sequence based on this classification. GEN-FGML was classified into three types, OGA, GA-FG, and
GA-FGM. OGA and GA-FG demonstrated low-grade epithelial neoplasm, and GA-FGM should be
categorized as an aggressive variant of GEN-FGML that demonstrated high-grade epithelial neoplasm.
The frequent presence of GNAS mutation was a characteristic genetic feature of GEN-FGML in
mutation analysis using next-generation sequencing (J Gastroenterol. 2021;56:814-828).
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