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Elucidation of molecular features of cardiac endothelium specific angiocrine
actors
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We performed single-cell analysis on endothelial cells isolated from mouse
hearts and confirmed the co-expression of four selected transcription factors at the application
stage. It was revealed that these factors are not uniformly expressed in all endothelial cells but
rather form heterogeneous combinations. Furthermore, each transcription factor was found to have
different direct regulatory mechanisms, with one particularly showing abundant binding near the
promoter region, suggesting its potential role as a core promoter. By creating cell lines
overexpressing these transcription factors in combination, we established a transplantation model
for injured myocardium. As a result, we identified that two factors are essential for engraftment,
and the accompanying third factor revealed the molecular expression patterns.
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