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Establishment and application of proteome analysis methods for endomyocardial
biopsy samples
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In this study, we established a proteomic and post-translational
modification analysis method for the analysis of endomyocardial biopsy samples, and attempted to
apply the method to human tissues. However, we were unable to obtain data that would allow us to
analyze pathological conditions, taking into account sample aging, individual differences, and
differences in expression derived from the site of removal. Although securing the number of samples
and standardization of sample collection protocols are issues to be addressed, it is expected that
the analysis method for myocardial biopsy tissue established in this study will serve as a platform
that can be applied to the analysis of cardiac diseases in general.
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