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Elucidation of the IncRNA-mediated mechanism underlying the onset and
progression of lung cancer associated with interstitial pneumonia and
development of biomarkers

Koyama, Nobuyuki
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We extracted total RNA from lung cancer and surrounding interstitial
pneumonia tissues of three patients with non-small cell lung cancer (NSCLC) with interstitial
pneumonia and lung cancer and surrounding normal lung tissues of four patients with NSCLC without
interstitial pneumonia after surgical resection. In RNA-seq analysis using the total RNAs, both lung

cancer and surrounding interstitial pneumonia in NSCLC with interstitial pneumonia showed
concordant and significant differences in 392 long non-coding RNA (IncRNA), microRNA, and mRNA
expression levels compared with lung cancer and surrounding normal lung in NSCLC without
interstitial pneumonia. Among the genes exhibiting differential expression, we focused on 96 RNAs as
novel clues for a similar pathogenic mechanism of lung cancer and interstitial pneumonia. Of the
RNAs, 17 IncRNAs were employed for expression analysis in exosomes to establish a biomarker for the
pathogenesis and progression of NSCLC with interstitial pneumonia.
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392 of IncRNAs, miRNAs, and mRNAs
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