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16S rRNA-based metagenomic analysis of the microbiota in chronic airway
infection observed 1n primary ciliary dyskinesia and its clinical significance
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Primary ciliary dyskinesia (PCD) is a rare genetic disorder mainly caused by
abnormalities of the structural and functional components of motile cilia. A large deletion of the
DRC1 gene accounts for about half of the PCD cases in Japan. Because of the disruption of
mucoct liary clearance in the airway epithelium, PCD is associated with chronic airway infection, and
elucidation of its pathogenesis is important for the control of the disease. In this study,
amplicon-based microbiome analyses of bacterial and fungal flora in the sputum samples from PCD
patients revealed the diversity and distribution of microbiota in their lower respiratory tract;
bacteria that were characteristic of DRCl-deficient cases are expected to contribute to future
understanding of the pathogenesis of the disease in Asian countries.
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