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Spontaneous regression of classic type Kaposi®s sarcoma and therapeutic
application for cancer
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Kaposi’ s sarcoma (KS) is intermediate malignant soft tissue tumor caused by

Kaposi sarcoma associated herpesvirus (KSHV). Based on clinical presentations, there are four
clinical types. Among these subtypes, AIDS-related KS shows rapid and aggressive progression
affecting multiple organs. In contrast, classic type KS demonstrates slow and limited clinical
presentations and sometimes regress spontaneously. KSHY K1 gene is involved in KS oncogenesis. In
previous research, we revealed that transformation activity of K1 gene derive from AIDS-related KS
is more potent than that from classic type KS. In this research, we evaluated the important K1
region which is associated with the difference of transformation activity between AIDS-related KS
and classic KS. We found that the amino acid sequence of VR2 region in K1 extracellular domain is
highly correlated to the transformation activity. These findings gave insight into the precise
mechanism of transformation induced by KSHV K1 gene.
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