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Cellular function analysis of a novel psoriatic pathogenesis gene, PTRF /
Cavin-1, and its involvement in psoriatic pathology
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Recently, GWAS analysis has newly reported SNPs that are strongly associated
with psoriasis pathology, and it has been reported that SNPs in the gene PTRF/Cavinl are deeply
associated with psoriasis pathology. However, this SNP is located on an intron of this gene, and its
effect on gene function is unknown. Therefore, we decided to introduce SNPs into HaCaT cells by
genome editing and examine whether they would affect the expression and function of the PTRF gene.
Although we obtained some clones with deletions in the genome, we were unable to obtain clones in
which the desired SNP could be introduced. Gene expression analysis was performed on clones with
deletions near some SNPs, but no differences were found compared to control cells.
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