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Structural analysis of the MMSET-nucleosome complex involved in blood cancers by
cryo-electron microscopy
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The histone methyltransferase MMSET activates gene transcription by
dimethylated lysine 36 of histone H3. 20% of multiple myeloma patients show increased amounts of
MMSET protein, and some cancers have mutations in MMSET that abnormally increase their activity. In
this study, we analyzed the three-dimension structure of MMSET in complex with nucleosome by
single-particle analysis of MMSET using cryo-EM. We clarified the mechanism that regulates its
methylation activity.
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