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Isolation of molecular targets for AML with poor prognosis
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In murine MLL-ENL leukemia cells, CRISPR/Cas9 screening for the isolation of
the molecular targets for AML with poor prognosis was completed, and the candidates of molecular
targets were narrowed down to 21 genes out of 102 genes. Among them, we focused on the transcription
factor SREBF1, which regulates lipid metabolism. So far, we have shown that SREBF1 is essential for
the growth of various types of AML cells in vitro and the development of AML in vivo. SREBF1
activated the AKT/mTOR pathway and suppressed the TGF beta/SMAD pathway. It was speculated that

SREBF1 regulates these signaling pathways by promoting the function of lipid raft on the cell
membrane by regulating lipid metabolism.
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Lipid metabolism regulated by SREBF1 is indispensable for AML development
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