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SLIT 19G POC

The proof-of-concept studies of Ab-inducing sublingual vaccine by clarifying
affinity maturation of SLIT-induced antigen-specific IgGs.
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Using our established antigen (Ag)-antibody (Ab) technology, the functional
epitope sites of specific target molecules (human IgE and SARS-CoV-2 Spike antigen) were identified.
Then, the sequential subcutaneous administration and sublingual administration of the identified
neutralizing Ab-epitopes revealed that nAbs specific to the i1dentified epitopes increase Ab-titer
and switched to IgA Ab class. In actual, it has been considered that IgA Ab induction can potently
inhibit the initial infection at the mucosal site of the virus, for example.
Moreover, in the Spike antigen, a universal neutralizing Ab-epitope common to mutant strains was
found in the S2-HR1/2 region.
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Sublingual dosing 3 times a week
for 2 to 4 weeks

1) without CPEs-antigen
(vehicle only)

2) with low dose of CPEs-antigen
(3 pg/sublingual)

3) with high dose of CPEs antigen
(10 pg/sublingual)
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Identification of Closed Linear Epitopes in S1-RBD and S2-HR1/2 of SARS-CoV-2 Spike Protein 2023

Able to Induce Neutralizing Abs
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