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Genome-wide association studies EGWAS) have identified more than 500 genetic
loci associated with susceptibility for type 2 diabetes (T2D). We have previously proposed
severalnew potential pharmacological targets for T2D treatments using systematic bioinformatics
approach integrating the findings of GWAS for T2D, and biological or pharmacological information
from various databases. KIF1l is one of the potential therapeutic targets identified by the in
silico pipeline. In this study, we examined the beneficial effect against metabolic disorders of a
KIF11 inhibitor, using diet-induced obesity model mice, and further investigated the detailed
mechanism by in vitro study. The study has identified that a KIF11 inhibitor suppressed body weight
gain in diet-induced obesity model mice, which mechanism could be explained by the inhibition of
adipocyte differentiation by a KIF1l inhibitor.
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