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Investigation of regulatory mechanisms for glucose metabolism through metabolic
pathway of kynurenic acid
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Metabolic syndrome is a pathological condition characterized by the
coexistence of diabetes (impaired glucose metabolism), hypertension and dyslipidemia in an
individual with visceral obesity. We have previously reported a correlation between abnormality in
the synthetic enzyme for kynurenic acid (KAT), a metabolite of tryptophan, and metabolic
syndrome-like phenotypes in an animal model. Upon the present further investigation, we found that
KAT-deficient mice, which exhibited decreased levels of kynurenic acid, display a phenotype
resembling diabetes mellitus. Conversely, it has been shown that the manipulation that increases the

levels of kynurenic acid in mice improves the symptoms of obesity-induced diabetes. This study has

revealed a new aspect of kynurenic acid metabolism, highlighting its involvement in the regulation
of glucose metabolism.
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