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RNA modification affecting lymph node metastasis in esophageal cancer
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Lymph node (LN) metastasis predicts poor prognosis in esophageal cancer
patients, whereas the underlying mechanisms remain. Using a syngeneic mouse squamous cell carcinoma
(SCC) model of NR-SIM cells, we isolated metastasized NR-SIM cells from LNs in tumor-bearing mice
and established metastatic NR-SIM cells in in vitro culture. RNA-seq analysis revealed that
interferon gene signature was markedly downregulated in metastatic NR-SIM cells compared with
parental cells, and in vivo NR-SIM tumors heterogeneously developed focal immunosuppressive areas
featured by deficiency of anti-tumor immune cells. Spatial transcriptome analysis (Visium) for the
NR-SIM tumors revealed that Galectin-7 was a novel metastasis-driving factor. Deletion of Galectin-7

in NR-SIM cells significantly suppressed LN metastasis without affecting primary tumor growth.
Galectin-7 is a new crucial mediator LN metastasis.
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