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Possibility of prognosis prediction by genomic mutation analysis using
preoperative ctDNA and resected specimens in pancreatic ductal cancer

Asano, Toshimichi
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In analysis using preoperative ctDNA, K-ras and TP53 gene mutations were
identified as recurrence predictors, and patients with positive K-ras/TP53 mutations had
significantly shorter recurrence-free survival than those with negative mutations (2.7 months vs not

reached, p<0.001). On the other hand, in analysis using resection specimens, gene mutations in
K-ras, TP53, SMAD4, and CDKN2A were identified in the early recurrence group (less than 1 year). As
a result of examining genomic information and clinicopathological factors, it was suggested that two

facgor?, CA19-9, mutation score using TP53 and SMAD4, may be useful for predicting long-term
survival.
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Detection of ctDNA in pancreatic cancer using ultradeep targeted NGS using unique molecular index
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