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Epigenetic diagnosis and therapy for thymic carcinoma
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We performed genome wide screening of methylated CpG islands in thymoma and
thymic carcinoma. We identified 92 CpG islands significantly hypermethylated in thymic carcinoma in
relation to thymoma and selected GNG4, GHSR, HOXD9, SALL3, GAD1l, NPTX2 and MT1 which are related to
cancer. We examined the methylation, mRNA and protein expression. Methylation was significantly
higher in thymic carcinoma than in thymoma and revealed a high discrimination between thymic
carcinoma and thymoma in all 7 genes. Among the 7 genes, relapse free survival was significantly
worse in tumors with a higher DNA methylation than in those with a lower DNA methylation.

In GAD1, mRNA and protein expression were significantly higher in thymic carcinoma than in thymomas.
Tumors with high GAD1 DNA methylation and high mRNA and protein expression had significantly
shorter relapse free survival rates than those with low levels. It acts as oncogenic function.
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