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Analysis of the loss-of-function mechanism of mutant SETD2 and its application
to immunotherapy for the patients with renal carcinoma
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Top genes that cause gene mutations at a frequency of 10% or more (VHL; 71.
40%, PBRM1; 57.10%, SETD2; 42.90%, KDM5C; 20.00%, TTN; 17.10%, CACNA1l; 17.10%, BAP1; 14.30%, We
comprehensively analyzed the ccRCC database of 1744 people (1813 samples) regarding DYNC111; 11.40%,
MTOR; 11.40%) to assess the impact of genetic variants on the survival of ccRCC patients. SETD2 had
the highest impact on patient survival among somatic mutations in renal cancer.
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