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Study on the mechanism of placental abruption from the viewpoint of uterine
microbiota
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Although the incidence of placental abruption is known to be higher in
pregnant women with hypertensive disorder of pregnancy and congenital coagulation disorders, the
pathogenesis of this condition is unknown. We hypothesized that chronic intrauterine infection may
contribute to the pathogenesis of placental abruption, focusing on epidemiological data showing a
high rate of recurrence. Immediately after delivery of the placenta during cesarean section, we
abraded the maternal surface to collect cells and analyzed the bacterial flora using a
next-generation sequencer. No bacteria were detected in 10 normal elective cesarean sections
collected as controls. Furthermore, no bacteria were detected in three cases of placental abruption.

Thus, the hypothesis that chronic intrauterine infection is involved in the pathogenesis of early
abruption could not be proven.
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