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The goal of this study has been to elucidate the epigenetic mechanisms in
head and neck cancer by using both epigenetic inactivation and activation approaches and to
establish a real-time monitoring method. As an outcome, we were able to find methylation markers by
liquid biopsy in oral cancer by methyl analysis of opioid receptors.In addition, blood samples were
routinely drawn and collected to evaluate epigenomic dynamics in HPV-associated mesopharyngeal
carcinoma. In addition, we have conducted a study to identify the primary site by liquid biopsy in
cancers of unknown primary site.
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Gene Forward primer 5°-3° Reverse primer 5°-3" Base pairs
OGFR  GTCGTCGAGTATGGACGATT GTCCTCGCAATCCTCGTCCTC 91
OPRDI  GATTTTCGCGTTTAGGGCGTA TAAACGTCCGAAACGTTAAC 125
OPRKI CGTAGAGTCGTCGTTAGTAGT CGTCACGAATCCCGCTCAACT 137
OPRLI CGGACGGAGCCGCACGGTAGT TCTCGTGCCTCCACTGTCGTG 116
OPRMI  TGTGGTAGCGGCGAAAGGAAG CCGAACGAACACCGCTATAC 90
TETI  ATCGGCGCGAGTTGGAAAGTT GACCCCAACTCACCGCTAACCG 103
TET2  CGCGGGTAACGGGATTTAAAG GTACCCTCGCTCTAACCCCCG 123
TET3 CGAGGGGGTGGAGATGGTCGAAAGAAAC CGTACGACGATTAATACAACT 108
SSTRI  CGGGTGCGCGAGGAGAAAGTT TAGTTCGGGTAGTTGCGGCGAA 127
GALRI  GGTTCGCGGTATTCGGTAGT GGTTCGCGGTATTCGGTAGT 99
GALR2 CGATTGCGGGGGTTGGAGTTCGGA CCAACAACGACCGACGACGCTA 119
ACTB  TGGTGATGGAGGAGGTTTAGAAGT AACCAATAAAACCTACTCCTCCCTTAA 133
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