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Effects of exosomes from trabecular meshwork cells on Schlemm®s canal
endothelial cells
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Trabecular meshwork (TM) cells secreted exosomes and exosomes from
mesenchymal TM cells stimulated by TGF-beta ana collagen included the different miRNA with control
exosomes. miR-23a-5p was down and miR-3942-5p and -7515 were upregulated in exosomes from
mesenchymal TM cells. miR-75757 mimic increased VEGFA VEGFR2 PECAM Tie2 expression in Schlemm®s
canal endothelial (SCE) cells. Further, we showed exosomes localization at TM with glaucoma by an
electron microscopy. ExomiR-7515 may be inportant for reprogramming in SCE cells.
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