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Unraveling the Transcriptional Control Mechanisms of the SLC4A1l Gene Toward
Understanding Corneal Endothelial Disease Pathogenesis
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i In this study, we elucidated the transcriptional control mechanisms of
SLC4A11, an important gene in corneal endothelial cells. Initially, we attempted to identify

transcriptional regulatory factors and conducted drug screening using human corneal endothelial
progenitor cells. Subsequently, RNA-seq analysis revealed genes, including SLC4All, affected by the
identified compounds. Furthermore, analysis of selective splicing variants led to the identification
of a new transcription start site upstream of previously reported ones. These findings provide
insights into the transcriptional regulation of SLC4A1l and offer a foundation for understanding
corneal endothelial function and potential therapeutic interventions for related diseases.
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