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In this study, we aimed to understand how the nuclear molecule G9a
influences the function of specific cell lineage master genes in cells related to bone metabolism.
The results showed that knocking down G9a and its loss in the osteoclast lineage did not change the
expression of the osteoclast differentiation master gene Nfatcl and proliferation-related genes.
However, it did enhance the expression of Nfatcl-regulated Cathepsin K (Ctsk), resulting in renewed
Nfatcl accumulation on the Ctsk promoter. Additionally, it was observed that G9a and Nfatcl do not
bind directly. These findings suggest that G9a may indirectly regulate Nfatcl function during
progenitor osteoclast differentiation.
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