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Elucidation of feedback regulation of the expression of the type IX secretion
system (T9SS) of Porphyromonas gingivalis
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PorA involved in the expression of the type IX secretion system (T9SS) of
the periodontopathogenic bacterium Porphyromonas gingivalis is a protein composed of a signal
peptide, a FimH-like domain, and a CTD domain. The FimH-like domain was found to be irrelevant to
the involvement of PorA in T9SS expression, and CTD[PorA] was the functional domain. CTD[PorA] was
found to bind to the periplasmic domain of the PorY sensor protein. It was suggested that the amount

of CTD[PorA] in the periplasm regulates the expression of T9SS component proteins through the
PorA-PorY-PorX-SigP signaling pathway.
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The T9SS cargo protein PorA binds to a sensor kinase PorY to regulate the T9SS gene regulation
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