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In the last few years, the emergence and dissemination of

vancomycin-resistant Enterococcus faecium harboring vanA in and around Osaka prefecture has become a
public health concern. To characterize endemic vancomycin-resistant E. faecium from sporadic
infectious diseases and nosocomial outbreaks between 2016 and 2020, whole genome analyses, pulsed
field gel electrophoresis with S1 nuclease, Southern blot hybridization with vanA probe, and
conjugation experiments were performed in this study. Our results suggested that most of the
representative isolates belonged to clonal complex 17 and they might possess a linear plasmid
encoding vanA with high transfer efficiency, which was recently reported in Japan. Therefore, the

horizontal transfer of the vanA linear plasmid may cause the spread of vancomycin-resistant
Enterococci in this area.
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