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Although measles is a vaccine-preventable disease, the number of measles
patients with vaccination records (modified measles) is increasing.
In this study, we reported the following data.
1) Long-term epidemiological and seroepidemiological analyses in Osaka prefecture revealed that
decreased herd immunity was a factor in the increased modified measles cases. 2) Virological and
immunological analyses revealed that measles viral genome copy numbers in peripheral blood nuclear
cells (PBMCs) and throat swabs in modified measles patients were significantly lower than in naive
patients who did not have immunity against measles. The viral genome copy numbers and the
measles-specific IgG titers negatively correlated.3) Serum lactate dehydrogenase (LDH) level, which
potentially indicates PBMC disruption caused by the measles virus, correlates with blood viral
genome levels in measles patients and would be an indicator to distinguish between modified and
naive measles patients.
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