©
2020 2022

NKG2D

Causal inference between the NKG2D-ligand expression and the human phenome

Sutoh, Yoichi

3,300,000
eQTL eQTL
NKG2D eQTL
NKG2D
MICA
NKG2D
NKG2D
NKG2D MICA

We conducted transcriptome analysis of periﬁheral mononuclear cells (PBMCs).
The expression-quantitative trait loci (eQTLg were detected from the genotype data and the
corresponding transcriptome data. Of the eQTLs, we focused on the NKG2D ligands - a group of
molecules known as danger signals that are expressed in response to cellular stress. We conducted an
analysis of the association between their expression levels and the risk of each disease using
phenome-wide association analysis (PheWAS) and Mendelian randomization (MR) analysis. As a result,
we confirmed a statistically significant association between the expression level of MICA - one of
the NKG2D ligands, and the risk of diseases such as Graves® disease.
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