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Longitudinal study on the fluctuation factors of DNA methylation of metabolic
and inflammatory genes in leukocytes
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This longitudinal study using the health examination participants was
conducted to clarify the relationship between DNA methylation levels in leukocyte and the onset of
disease, and factors that affect changes in DNA methylation levels. DNA hypomethylation rates of the

SOCS3 gene were associated with a higher risk of developing hypertension. DNA hypermethylation of
the TXNIP gene was associated with a lower risk of developing fatty liver. Furthermore, food intake
frequency at baseline and the change of those over 6 years were associated with changes in DNA

methylation levels.
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