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Unravelling the relationship between Long-Term Fluctuations in Gut Microbiota
and Health Condition
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The primarg focus of this research was to elucidate the correlation between
long-term fluctuation in Gut microbiota and health condition through the Iwaki Health Promotion
Project, conducted in the lwaki district of Hirosaki city since 2005. The research focused on 545

individuals who participated in the project conducted in 2015,2016,2017 and 2019.

The research findings revealed that certain bacterial species consistently showed significantly
higher relative abundance in both the obese and non-obese groups across different years. This
pattern remained consistent even in groups where there were changes in BMI values over the four-year

period (2015-2019). In the obese-obese group where there was no change in BMI values, the relative
abundance of Ruminococcus2 and Dialister, which belong to the phylum Firmicutes, was significantly
higher during interannual comparisons, suggesting an association with obesity.
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