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;PN related metabolic disorders and hepatic dysfunction depend on epigenetic
actors

Tazuke, Yuko
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We investigated the mechanism of the facilitation of hepatic dysfunction
associated with central venous nutrition in models of intestinal insufficiency, focusing on DNA
methylation in epigenetics. Mouse and rat models of intestinal failure were used, including a short
bowel syndrome model and a central venous nutrition model. We also attempted to analyze the changes
in expression of PPARs and FGF21 and DNA methylation induced by secondary stress in animal models of

intestinal failure after TPN. As a result, there were individual differences even in the same
model, and it was difficult to compare the results among the intestinal failure models and to
determine the directionality. However, we were able to extract RNA from the TPN model and perform
gene profiling.
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