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Search for early biomarkers of cognitive decline: analysis of extracellular
vesicles using samples from a long-term longitudinal study
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The purpose of this study was to search for novel biomarkers of cognitive
decline targeting extracellular vesicles, using samples from a long-term longitudinal study to
minimize individual differences. First, we selected samples from a longitudinal study in which
cognitive function declined continuously from age 70 to age 73 and 76 In the same individuals. Then,

after investigating a purification method suitable for proteome analysis of extracellular vesicles
using plasma, we purified extracellular vesicles from the samples and performed proteome analysis.
As a result, 737 proteins were identified, and 21 proteins were significantly increased or decreased
in cognitive decline samples. We will compare the results with those of the group without cognitive
dde(I:!ine, verify the results using multiple samples, and develop a new biomarker for cognitive
ecline.
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