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i o The gene encoding DNA repair protein SLX4 is a responsible gene of Fanconi
anemia, and it is thought that SLX4 contributes to DNA interstrand crosslink (ICL) repair by

localizing to the damage sites via its ubiquitin binding domain UBZ4. Previously, we identified
RNF168 as an E3 ubiquitin ligase participating in the recruitment of SLX4 by siRNA screen using the
N-terminal half of SLX4 (SLX4-N). In this study, proximity-dependent biotin identification (BiolD)
was performed in order to find the interacting factors with SLX4-N, and several components of the
chromatin remodeling complex were discovered. Although the requirement of chromatin remodeling for

ICL repair has been little studied, this finding indicates that chromatin remodeling factors may be
involved in the localization of SLX4 to ICL sites in mammalian cells.
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