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Deficiency of DNA pol merase (Pol% C , which is one of translesion DNA
polymerases, causes genomic instability. In t |s study, t roles of PolZ in mutagenesis and genomic

instability in replication across endogenous chemical and higher-order structures were analyzed.
Pol{ could not be significantly involved in the bypass of 8-oxo-7,8-dihydroguanine and abasic site,
endogenous DNA damages that occurs frequently, and ribonucleotides that are incorporated into DNA
during replication. On the other hand, the mutation frequencies of plasmid with non-B-form DNA, such
as Z-form and triplex structures, were changed in Poll mutant cells (low-fidelity and
weak-catalytic-activity mutants). This result suggests that Pol{ can be involved in replication of
Z-form and triplex structures.
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