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The connectivity of rivers in term of the seasonal movements and genetic
structure of the long billed plover breeding in Japan.
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Understanding the seasonal movement and its range of riparian birds such as
plovers are important to consist with maintain of their habitat and river management for human. In
this study, we tracked the seasonal movement of the Long Billed Plover breeding on gravel ground by
GPS logger, and analyzed their genetic structure.

Our study revealed that some individuals bred in the Northern region moved to Kanto and Chubu
regions in Honshu. We also found that the riparian environments are primary habitats for the species
throughout the year. These results suggest that wider scale restoration of rivers is required to
maintain riparian birds. Our genetic analysis partially supported the results of GPS tracking,
however, more detailed analysis is needed to examine the genetic relationship among the populations.
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