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Environmental DNA biobanking: trans-kingdom parallel analysis of eDNA from
fauna/flora to microbiota including pathogens
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In this study, 1 focused on environmental DNA (eDNA) metabarcoding analysis
targeting from animals and plants to microbiota. Based on such a trans-kingdom DNA analysis
approach, I addressed applied ecological issues including host animal estimation of pathogens and
prospective biobanking of the eDNA samples. Exhaustive analysis of eDNA-based fauna and bacteriome
was conducted on the main island of Okinawa prefecture, and Iriomote and Ishigaki Islands of Yaeyama

region, Okinawa. Based on the results, 1 and co-authors published research papers of the study of
zoonosis Leptospira and its natural reservoir animals in Iriomote and Sri Lanka on an international
peer-reviewed journal. 1 am also preparing manuscripts of the studies conducted on the Ishigaki and
Pa!aullslands focusing on eco-epidemiology of environmental pathogens and their candidate host
animals.
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