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Investigation of contaminated food poisoning bacteria in fermented seafood
products and analysis of their pathogenic characterization
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Fermented seafood products began to be manufactured as preserved foods, and
there is a long culture of eating them. Consumers therefore consider them to be highly safe.
However, there are few report about its safety. In this study, we investigated the contamination of
pathogenic bacteria in fermented seafood products and examined ways to reduce the risk of food
poisoning based on the toxin-producing ability and environmental tolerance of food poisoning
bacteria. As a result, it was found that Bacillus cereus was contaminated in some fermented seafood
products, and that these strains were highly salt-tolerant.
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Table 1. B. cereus MLST
. o Hemolytic enterotoxin related gene Enterotoxin
Strain No.| Origin ST
HbIA HbIC HbID (latex agglutination reaction)
1 Shiokara - - - - newsST
2 Shiokara - - - - newsT*
3 Shiokara - - - - newST
4 Shiokara - - - - newsT*
5 Shiokara - - - - newST
6 Shiokara - - - - newST
7 Shiokara - - - - newST
8 Nukaduke| + + + - 2561
9 Nukaduke| + + + - newST
10 Nukaduke| + + + - newST
11 Nukaduke| + + + - newsST
12 Nukaduke| + + + - newST
13 Shiokara + + + 18
14 Shiokara + + + newST
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