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Development of luminescence indicator of transcript abundance using RNA
recognition module
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In this study, an attempt to develop a probe that detects the intracellular
abundance of target transcript based on a new measurement principle using luciferase. To this end,

we constructed a probe that converts the structural changes associated with transcript recognition
into changes in the luminescent activity of luciferase, using the RNA-cleaving enzyme Casl3 and
luciferase. When perturbation of transcript levels was applied to cells expressing the developed
probe, changes in the luminescence values were observed. Furthermore, we attempted to detect
splicing variant-specific transcript levels using this probe. As a result, the probe showed a
fluctuation in luminescence intensity when the splicing product ratio was artificially perturbed.

Ihege resg:ts indicate that the developed probe is capable of transcript-selective detection in
iving cells.
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Optogenetic decoding of Akt2-regulated metabolic signaling pathways in skeletal muscle cells 2023
using transomics analysis
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Reconstruction of Akt2-mediated cellular signaling pathways by integrating multiple omics data
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Analysis of Akt signaling pathway using a molecule-specific Akt activation tool by an optogenetic approach
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Single-cell analysis of circadian synchronization process using luciferase probes.
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