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Comprehensive analysis of a plant virus replication system based on molecular
dissection of the viral replication machinery

Yoshida, Tetsuya
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Detailed mechanism of how replication proteins of tobacco mosaic virus (TMV)
recognize the viral genomic RNA is unknown. This study revealed that small RNA fragments derived
from a 5° -proximal region of the TMV genomic RNA inhibited the binding of TMV replication proteins
to viral RNA, and TMV RNA replication In vitro. Some small RNA fragments also inhibited the
translation of TMV and non-viral RNA.
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