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Identification and functional analysis of secondary metabolites contributing to
pathogenicity of phytopathogenic fungi
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Phytopathogenic fungi are predicted to use secondary metabolites (SMs) to
establish infection since they up-regulate the expression of a number of genes encoding SM
biosynthetic enzymes during the infection of plants. However, SMs synthesized by phytopathogenic
fungi during infection and their actions have been largely unknown except in a few cases. In this
study, we identified new secondary metabolite biosynthetic enzyme genes that contribute to
pathogenicity in the phytopathogenic fungi, Magnaporthe oryzae and Colletotrichum spp..
Identification of SMs synthesized by these genes and their functions will provide insights into
molecular mechanisms of infection by phytopathogenic fungi.
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