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Identification of QTLs involved in root thickness in the wild sweetpotato
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Ipomoea trifida, the closest relative of sweetpotato, does not generall
form storage roots, but some lines develop thick roots. In this study, QTL (gRT1) involved in the
root thickness was identified using QTL-seq. Moreover, the candidate gene for ItRT1 was identified
from genes on the structural variant located in gRT1. The sweetpotato homolog of ItRT1, IbRT1, was
specifically expressed in pencil roots and storage roots. Therefore, the results of this study
suggest ItRT1 and IbRT1 are related to root development in I. trifida and sweetpotato.
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