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Clarification of species diversity and biomass of Rhizaria, a key group in ocean
material cycles
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Basic information concerning the DNA sequence and biomass of each organism
is essential for observing changes in marine ecosystems, but such information is lacking for
Rhizaria, suggested to have high biomass in marine ecosystems. Previous studies have not taken into
account the material cycle and food web pathways through Rhizaria, and the impact of these pathways
may have been underestimated. Considering this background, this study aimed to elucidate the species

diversity, distribution and abundance of Rhizaria in the natural environment. We successfully
accumulated new knowledge on the basic biological knowledge of Rhizaria and published some papers
concerning the species diversity and ecology of this group.
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